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Correction to: African evolutionary history
inferred from whole genome sequence
data of 44 indigenous African populations

Shaohua Fan'? Derek E. Kelly', Marcia H. Beltrame', Matthew E. B. Hansen', Swapan Mallick®*, Alessia Ranciaro’,
Jibril Hirbo'®, Simon Thompson', William Beggs', Thomas Nyambo’, Sabah A. Omar®, Dawit Wolde Meskel®,
Gurja Belay®, Alain Froment'®, Nick Patterson®, David Reich®*® and Sarah A. Tishkoff"'"”

Correction to: Genome Biology (2019) 20:82
https://doi.org/10.1186/5s13059-019-1679-2

Following publication of the original article [1], a typo-
graphical error in the formula for calculating d; in the
“Scans for local adaptation” subsection in the Method
section, was identified. The correct formula should be

di = (Fa(i, j)~E[Fu(i, )]) /sd(Ful(i, j))

J#i

The authors apologize for any confusion this error
may have caused.
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